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HU protein is one of the most abundant nucleoid-associated proteins in bacterial cell.
The HU protein regulates many genes expression involved in growth, motility,
metabolism, and virulence. However, it is unclear that a role of the HU protein on
péthogenicity of Vibrio parahaemolyticus. Pathogenicity of V. parahaemolyticus is related
to character of its rapid growth. Moreover, a type IH secretion system 1 (T3SS1)
contributed to its cytotoxicity. The T3SS1 genes is controlled by a positive regulator,
ExsA, and a negative regulator, ExsD. In the present study, we investigated that distinct
function of HU proteins, namely HU-2 (vp2911) and HUP (vp0920), on the pathogenicity
of V. parahaemolyticus. Here, we demonstrated that a double HUs mutant strain
(4vp09204Avp2911; AHUs), but not each single mutants showed a reduced growth rate |
compared with the wild-type (WT). In addition, expression levels of T3SS1 related genes,
including FxsA, ExsD, vp1680 (cytotoxic effector), and vp/671 (13881 apparatus), were
reduced in the AHUs compared to the WT. As a result, cytotoxicity to HeLa cells was
decreased in the AHUs, We also revealed that additional deletion of ExsD with the AHUs
restored in expression levels of the T35S1 related gene and a cytotoxicity but not in a
growth rate. These results indicated that the HU protein indirectly regulates expression
levels of T3SS1 genes and cytotoxicity in growth rate independent manner,
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%704 HUs TR, Bxsh 2 BxsD ORBRECET L, = OREBTEBIC BxsD 2 RIBEES 2 Lk
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