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Supplementary Figure 12 

Supplementary Figure 12: The effects of wild type and mutated STAT1 on 
phosphorylation of STAT1 (Tyr701)  HEK293 cells were transfected with wild 
type (WT) or mutated STAT1 (E657Q, E705Q). Two independent experiments at 
the Masanori Aikawa (a) and Mark Boothby (b) laboratories demonstrated similar 
results. * indicates p < 0.05 by Student’s t-test  
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Supplementary Figure 17 

Supplementary Figure 17: Schematic workflow of integrated target discovery 
research from global screening to validations to drug development. 









Supplementary Table 1: Overview of quantified proteomes 

 

 

 

Untimulated 
Control IFNγ IL-4 Untimulated 

control IFNγ IL-4

4,234 6,393 5,470 6,338 6,817 6,772

2,934 4,786 3,966 4,713 4,623 5,027

RAW264.7 cells THP-1 cells

Filtered for the number of unique peptides >1

Total proteins quantified by MS/MS



 

Supplementary Table 2: The number of unique peptides and spectral counts for PARP9 
and PARP14 

 

 



Supplementary Table 3 

Mouse proteins from RAW264.7 cells 

  



 

Human proteins from THP-1 cells 

 



Supplementary Table 4: List of genes evaluated in single cell analysis 

 

 

 

 




